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349, 350, 617 

— — activity 592 ff 

— — inhibitors 613, 615 

— phosphatase inhibitors 613, 
615, 617 

— phosphorylation/dephos- 
phorylation 343 ff 

— synthesis 39 ff, 272 ff 

protein-import machinery, 
chloroplastic 324, 331 


proteinase inhibitor 156, 157, 
161 

proteolytic processing of pro- 
teins 501 ff 

protochlorophyllide 490, 
492 ff 

proton-pumping ATPase 127, 
128, 133 

protonophores 19, 20, 22, 24, 
21,29 

protoporphyrin IX 494, 497, 
498 

Prunus ilicifolia 648 

Pseudevernia furfuracea 399, 
401 ff 

Pseudomonas aeruginosa 424 

— syringae pv. phaseolicola 
240 ff 

pulegone 52,53 

pyrophosphate : fructose-6- 
phosphate phosphotransfer- 
ase 313, 322, 323 

pyruvate 313 ff 

pyruvic acid 49, 52 ff 

Pythium ultimum 100, 609 


quinidine 456, 460 


Ramalina maciformis 399, 
401, 402, 407 

Rb+ 193, 196, 198 

— influx 456, 457, 462, 463 

reproductive growth 112, 114 

respiration 313, 321 

retention coefficient 11, 14, 
15,17 

rhamnogalacturonan I 535, 
541, 543 

Rhizobium 189, 543 

— leguminosarum bv. phaseoli 
189 

— — bv. trifolii Tn5 mutant 
184 ff 

— — bv. viciae mutants 189 

— meliloti 164 

Rhizoctonia solani 362, 639 

rhizoid(s) of Anemia 376 ff 

— of Chara 278 ff 

— of Dryopteris 376 ff 

— growth 376 ff 

Rhizopus oligosporus 609 

thodopsin 344, 349 

ribosome-inactivating pro- 
tein(s) 156, 633 ff 

ribulose- 1 ,5-bisphosphate 
482, 487, 488 

— carboxylase-oxygenase 
(Rubisco) 272, 274,, 275, 
306, 310, 352 ff, 475 ff, 482, 
483, 485, 487 ff, 597 ff, 619, 
620, 622, 625 

Riccia fluitans 668 

ricin 633, 636, 637, 639 

Ricinus 321, 340 

— communis 84 ff, 200, 445, 
633 

ripening bananas 313 ff 

RNA N-glycosidases 633, 
635, 637 ff 


| i 


root cap 410 ff 

— cells 456 ff 

— expansion 514 ff 

— hair tip growth 672 ff 

— iron (II)-reductase 111 ff 

— nodules 184 ff, 362 ff 

— statocytes 392 ff 

— tissues, infected 89, 90, 96, 
100 

root-to-shoot ratio(s) 118, 
124, 125 

rooting 142, 143, 145 


Saccaromyces cerevisiae 89, 
94, 96, 370, 373, 374, 530 

— — ribosomes 633, 635, 636, 
638 

salicylhydroxamic acid 69, 
72,73 

salinity 563, 567 

Salix 583,589 

— fragilis 420 

Salmonella typhimurium 223 

salt stress 427, 428, 563, 564 

Salvia sclarea 627 

Sambucus nigra 442 ff 

Saponaria officinalis 633 

Sauromatum guttatum 569 ff 

Scenedesmus obliquus 272, 
356, 359 

Scirpus olneyi 488 

sclareol biosynthesis 627 ff 

Sedum album 454 

seed(s) of castor bean 84 ff 

— iron nutrition 111 ff 

— storage proteins 501, 502, 
509, 511, 512 

— of tobacco 200 ff 

seedlings from wheat 333 ff 

Selaginella 262 

Septoria nodorum 609 

sesquiterpene biosynthesis 
49 ff 

shade-avoidance response 
475, 476 

shade-tolerance response 475, 
476, 480, 481 

shikimate oxidoreductase 
337 ff 

shoot regeneration 301 ff 

shoot-to-root communication 
111, 112, 115 

shooting 142 

short-day plants 33 ff 

sieve element/companion cell 
complex 76 ff, 118, 124 

signal transduction 414, 417 

— — blue-light stimulation 
613 ff 

— — phytochrome-dependent 
595 

silique test 492 

Sinapis 237 

sodium vanadate 613, 615, 
617 

Solanum lycopersicon 203 ff 

— tuberosum 198 

somatic embryogenesis 135 ff 

sorbitol 80 ff, 156, 158 ff, 
410 ff 


sorbitol-stressed tissue 158, 
159 

Sorbus 16 

Sordaria fimicola 407 

Sorghum 182 

— bicolor 388 ff 

— vulgare 324 ff 

source-sink system 11 

Spermatozopsis similis 343 ff 

Spinacia oleracea 296, 448 ff 

sporangiophores 63 ff 

sporopollenin 440 

Staphylococcus aureus 289, 
291 

starch 314, 316, 320, 364, 
365, 367, 385 ff 

— accumulation 185, 189 

— biosynthesis 522 

— — pathway 1 

— breakdown 313 ff 

— grains 522 ff 

— synthase 57, 60, 61 

— synthesis 57 ff, 315, 316, 
320, 321 

starch-branching enzyme 57 ff 

statocytes 392 ff 

statoliths 278 ff, 392, 393, 
396 

staurosporine 613, 615, 617 

steady-state photosynthesis 
597 ff 

stem extension 233 ff 

— growth 225 ff 

sterol(s) 49, 50, 55 

— biosynthesis 53 

stomatal opening 546, 550, 
551 


storage of photosynthate 
385 ff 

— protein(s) 501, 502, 507, 
509, 511, 512 

— — gene(s) 264, 270, 271 

Streptococcus sobrinus 300 

Streptomyces hygroscopicus 
362 


streptomycin 585, 589 

stress(es) 433, 528 ff, 563, 
567 

— abiotic 427 

— dehydration 39 

— drought 428, 563 ff 

— environmental 424, 425 

— heat 465, 470, 472 

— low temperature 176, 181, 
563, 647 

— osmotic 156 ff, 563 

— oxidative 448, 454 

— response 528 ff 

— salt 427, 428, 563, 564 

— water 399, 400, 407, 408 

— winter 176, 177, 180, 181 

suberin 89 

succinate 84 

succinic acid 51 

sucrose 11 ff, 156, 158, 160, 
161, 313 ff, 364, 365, 367, 
385 ff, 435 ff 

— density gradients 19 ff 

— synthesis 313, 314, 316, 
320, 321 

— transport 76 ff 


sucrose-phosphate synthase 
296 ff 

sulfometuron methyl 219 ff 

sulfonylurea herbicides 219, 
220, 223 

superoxide dismutase 240 ff 

SV-type channels 655 ff 

Swietenia 585 ff 

— macrophylla 586 ff 

symbiosome(s) 169 

— membranes 174 

symbiotic bacterium - plant in- 
teractions 184 

— mutants 163 ff 

symplasm 448 ff 

synchronous culture of Chlorel- 
la 221 

Synechococcus leopoliensis 
147, 605 

— sp. PCC7942 553 ff, 598, 
602 ff 

— strain PCC7002 597 ff 

— UTEX625 602, 605 

Synechocystis 6,7,9 


taproot channels 655, 656 
Teloschistes lacunosus 399, 
401 ff 
temperature stress, low 176, 
181 
temperature-induced photoinhi- 
bition 32, 37 
temperature-sensitive cell-cycle 
mutant 528, 529, 531 ff 
terpene cyclase(s) 627, 630, 
632 
tetcyclacis 42, 43 
tetraethylammonium 127, 
128, 130, 131, 456, 459, 460, 
463, 660 ff 
— chloride 547, 548 
Tetrahymena 293 
tetraphenyl boron 259 
tetrapyrroles 490, 498 
Thalassiosira fluviatilis 581 
thiol 422 
thiolase(s) 369 ff 
thiophosphorylation 343, 348 
thioredoxin system 652 
threonine deaminase 157 
thylakoid(s) 69 ff 
— membrane 147, 154, 272 ff 
tip growth 278 ff 
tissue differentiation in nodules 
163 ff 
— metabolic status 619 ff 
tobacco mosaic virus 633 
— — - coat protein 124 
— — — movement protein 
118 ff 
— seedlings, transgenic 
103 ff, 225 ff 
— transgenic 118 ff, 254, 
324 ff, 501 ff 
tomato seedlings, transgenic 
225 ff 
tonoplast 19, 21, 22, 24, 28, 
29 
tracheids of conifers 418 ff 
Tradescantia 127, 134, 644 


XIII 


transgenic petunia 511, 512 

— plants 619,625 

— tobacco 118 ff, 254, 324 ff, 
501 ff 

— — seedlings 103 ff, 225 ff 

— - seeds 265, 266 

— tomato seedlings 225 ff 

transport coefficient 11, 14 ff 

transposon TnphoA 163 ff 

Trebouxia 353, 404, 407 

trehalase 362 ff 

trehalose 362 ff 

triazolopyrimidine sulfonamide 
514, 516 

— sulfonanilides 219, 223 

Trichoderma reesi 639 

trichomes of Nicotiana gluti- 
nosa 627 ff 

trifluoperazine 343, 347, 349, 
655, 665, 667 

trifluoroacetic acid 577, 578, 
580 

Trifolium pratense 184 

Triticum aestivum | ff, 19 ff, 
225, 333 ff, 482 ff, 633 ff 

tritin 633 ff 

tropical forest trees 583 ff 

tropism 63 ff 

— blue and ultraviolet 63, 66, 
67 

trypsin 333, 338, 339 

tunicamycin 465, 470, 472 

Typha angustifolia 323 

tyrosine phosphorylation 594, 
595 


ubiquitin 528 ff 

UDPglucose 296 ff 
ultraviolet C radiation 63 ff 
Ulva 263 

uranyl acetate 78 

urea 506, 507 

Urochloa panicoides 388, 390 
Uromyces vicia-fabae 543 

— vignae 544 

ursolic acid 161 


vacuolar chitinase 250 ff 

vacuolar-lysosomal compart- 
ment 655 ff 

vacuole(s) 250 ff, 501, 502, 
504, 506, 508 ff 

validamycin A 362 ff 

valinomycin 24 

Vallisneria gigantea 257 ff 

— spiralis 262 

vanadate 19 ff, 343, 345, 
346, 349 

vanadate-sensitive ATPase 
76 ff 

vascular bundle(s) 11 ff 

Vaucheria 262, 263 

Verticillium rexianum 609 

vesicle secretion 514 ff 

Vicia faba 79, 87, 193, 443, 
448 ff, 546 ff, 655 ff 

— hirsuta 189 

vicilin 501 ff 

Vigna umbellata 427 ff 


ili 


XIV 


— unguiculata 362 ff, 668 

Vinca minor 431 

violaxanthin 32, 177, 180, 
181, 588, 590, 646 ff 

voltage-dependent K* channel 
193 ff 


wall appositions 89, 92, 94, 
96, 98, 100, 101, 535 ff 

water potential 410 ff 

— stress 399, 400, 407, 408 


— vapour uptake 399 ff 
winter stress 176, 177, 180, 
181 


xanthone(s) 608 ff 

— biosynthesis 608, 610 ff 

Xanthophyceae 69 ff 

xanthophyll(s) 176, 177, 
180 ff, 307, 310, 588, 651 

— cycle 583, 584, 588, 590, 
591, 647, 653 


— — pigments 588, 590, 651 
— pool 31 

xenobiotics 11 ff 

Xenopus oocytes 511 
xyloglucan(s) 535 ff 


Yariv reagent 137 

Yarrowia lipolytica 373, 374 

yeast-extract-treated cell cul- 
tures 608 ff 


Zea 16 

— mays 37, 193 ff, 341, 388, 
390, 465 ff, 522 ff, 623, 
641 ff, 678 

zeatin 144, 145, 469 

zeaxanthin 32, 176, 177, 180 
ff, 583, 584, 588, 590, 591, 
647 ff 

Zygomycete 63 


